RT PCR Gal Ara Glu
+ -+ +/-+/-+/-*Sequences were analyzed by BLASTP against the NCBI database (+ corresponds to e value < 1e -80 ) or C. guilliermondi genome database (+corresponds to e value < 10 -30 ) or for the presence (+) or absence (-) in the NCBI EST database of T. reesei. Expression was tested by RT PCR after replacement to the indicated carbon source (1 %; Ara, L-arabinose; Dgalactose, Gal; and D-glucose, Glu) after 4 hours. Results indicated the relative level of transcription from high (+++) to absent (-).
Supplementary Figure 1.
Growth test of T. reesei Δlxr3 and RE Δlxr3, a Δlxr3 strain retransformed with lxr3 on agar plates. Both strains were grown under the same conditions as in Fig. 3 on different carbon sources (1 % w/v) for 3 d. 
